. ChIP-seq peak height for Tup1 and for the active form of RNA polymerase II separately superposed on the 3D chromatin configuration reconstruction.
The 3D reconstruction is colored by (a) chromosome or by ChIP-seq peak height for (b) Tup1 or (c) RNA polymerase II phosphorylated at serine 5 (Pol2ser5p). For (b) and (c), regions are colored red if their log 2 -normalized ChIP-seq peak height is greater than 1; otherwise, they are colored yellow (except for the masked chrXII rDNA repeat region, which is colored blue). 
